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Steps  in  BLAST
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1.  Build  Lookup  table
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2.  Filter  low  complexity  and  Identify  Seeds
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3.  Bidirectional  extension  – (Smith  Waterman  algorithm)
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4.  Rank  and  report
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Stats 𝐸 = 𝐾𝑚𝑛𝑒'()
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Stats p= 1− 𝑒'-
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Is  my  p-­value  significant?

Type  1 error
(false  pos) Correct!

Correct! Type  2  error
(false  neg)

Ho  true Ho  false

Reject  Ho

Accept  Ho
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Is  my  p-­value  significant?

Type  1 error
(false  pos) Correct!

Correct! Type  2  error
(false  neg)

Ho  true Ho  false

Reject  Ho

Accept  Ho

BLAST  null:  There  is  no  match  between  query  and  
database  entry
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Multiple  testing  correction

http://www.r-­fiddle.org/#/
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Read  data
• http://www.ebi.ac.uk/ena
• http://www.ncbi.nlm.nih.gov/sra
• http://metagenomics.anl.gov/?page=MetagenomeSelect

Assembly  (and  other)  Data
• http://useast.ensembl.org/info/data/ftp/index.html
• http://www.ncbi.nlm.nih.gov/genome/
• http://datadryad.org/
• http://figshare.com/
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Human  Stuff
• http://www.ncbi.nlm.nih.gov/clinvar/
• http://www.ncbi.nlm.nih.gov/omim
• http://snpedia.com/index.php/SNPedia
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